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Revisiting the Baltimore–
Bullock’s Oriole hybrid zone
reveals changing plumage
colour in Bullock’s Orioles
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Hybrid zones are dynamic areas where populations of
two or more interbreeding species may change through an
influx of novel genetic material resulting from hybridization
or selection on standing genetic variation. Documenting
changes in populations through time, however, is challenging
because repeated samples are often missing or because long-
term storage can affect trait morphologies, especially colour
traits that may fade through time. We document a change
in carotenoid-based orange breast feathers of Bullock’s Orioles
(Icterus bullockii) from the Great Plains hybrid zone, USA.
Contemporary Bullock’s Orioles are more orange than historic
individuals from the same location sampled approximately 60
years ago. Spectrophotometry revealed that contemporary
Bullock’s Orioles resemble orange colour profiles of Baltimore
Orioles (I. galbula), the species with which they hybridize.
Fading or changes in diet hypotheses do not appear to explain
the shift in colour we report for Bullock’s Orioles. We propose
that these changes in colour are facilitated through
introgression with Baltimore Orioles, and favoured by females
that choose brighter, more orange males. Our study highlights
the long memory of natural history collections and how they
offer new insights to the dynamic roll of hybrid zones in trait
evolution between interacting species.
1. Introduction
Hybrid zones have the potential to promote rapid trait evolution
within species through several different mechanisms. Social
interactions between species can drive character evolution such
that traits diverge (e.g. character displacement [1]) or converge
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Figure 1. (a) Baltimore Orioles on the left show no noticeable shift in colour between historic and contemporary specimens,
whereas Bullock’s Orioles on the right show a noticeable change in orange colour over the same time period of approximately
60 years. (b) Illustration of the five measurements taken from the breast and throat of each species.
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(e.g. mimicry [2–4]) in areas of sympatry. Traits important to species recognition and signalling to
conspecifics should evolve rapidly in hybrid zones and in areas of sympatry, especially if the costs of
hybridization or the costs of social interactions for shared resources are high [1,5,6]. Hybridization can
also introduce novel genetic material for selection to act upon, pushing trait evolution in new directions
or to higher optimums that were otherwise limited by genetic variability within species [7–9]. Finally,
hybrid zones often rest at the limits of species ranges, and these environments may expose populations to
different selective regimes, driving trait evolution in different directions compared to populations at the
centre of the range [10]. Understanding which traits are changing, as well as the pace and direction of
these changes, can help understand which mechanisms are responsible for trait evolution in hybrid zones.

Documenting changes in traits between interacting species in hybrid zones can be challenging.
Historical samples from focal populations may provide a baseline for assessing change through time,
but such a baseline is often missing or inferred from populations beyond the study site, potentially
confounding geography with shifts in phenotype. Even in populations for which historical samples
from the same location exist, some traits may appear to change through time because they fade in
colour or alter their shape or size with prolonged storage [11,12]. Finally, the unpredictability of
knowing which traits to measure during the initial sampling effort further complicates tracking and
understanding changes in ecologically and evolutionary important traits through time. Collectively,
these challenges highlight some of the reasons why natural history collections play a crucial role in
documenting changes in populations through time [13,14].

Here, we describe a change in orange plumage colour in adult male Bullock’s Orioles (Icterus
bullockii), using specimens that show little to no signs of hybridization from the Great Plains hybrid
zone [15–17]. The change in colour we describe has occurred over approximately 60 years/
generations. The breast and bellies of adult male Bullock’s Orioles are typically a yellow-orange
compared to the orange breast and bellies of adult male Baltimore Orioles (I. galbula) (figure 1). The
change in orange colour we document is pronounced in Bullock’s Orioles from within the hybrid
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zone but absent in individuals from outside the zone (see analyses below), suggesting that this change is
geographically restricted. Moreover, this change in colour resulted in Bullock’s Orioles matching orange
colour profiles of Baltimore Orioles, the species with which they hybridize.

Several different hypotheses could explain the change in orange colour characters we document in
orioles. First, fading of older specimens could explain why contemporary specimens appear more
orange than historical ones [11], and this hypothesis is especially relevant to the carotenoid-based
pigments in the orange breast and belly feathers of orioles, as they are more prone to fading than
melanin-based pigments [18]. Second, changes in land use in the southwestern United States and
northwestern Mexico [19], where Bullock’s Orioles replace (i.e. moult) their feathers [20,21], could
have changed the availability of carotenoid rich food resources, potentially driving these changes in
colour [22–24]. Third, adaptive introgression from the brighter Baltimore Orioles into Bullock’s Orioles
may affect the conversion or expression of carotenoid-based pigments, allowing Bullock’s Orioles that
now possess these genes to produce colours similar to those of Baltimore Orioles [25]. Fourth,
selection acting on standing genetic variation for more orange male Bullock’s Orioles may have
resulted in the evolution of these plumage characters. For the third and fourth hypotheses, we can
envision at least two forms of social selection—sexual selection driven by females [26] or competition
with Baltimore Orioles (or other species within the hybrid zone) [5]—that could be responsible for
favouring more orange plumages in adult male Bullock’s Orioles.

We leverage a unique dataset that includes repeated sampling of the same sites within the well-
studied Baltimore–Bullock’s Oriole hybrid zone in Nebraska and Colorado, to better understand
changes in the orange breast and belly feathers observed in adult male Bullock’s Orioles. Below, we
outline predictions and tests for two of the four possible hypotheses—fading and changes in diet—
that could be responsible for these changes in colour.
1.1. Fading hypothesis
Museum specimens can fade over time [11,12]. If fading is responsible for the change in orange colour in
Bullock’s Orioles, then we should see this same pattern in our sample of Baltimore Orioles: duller historic
specimens and brighter contemporary ones. Historic specimens of both oriole species have been prepared
and stored in identical conditions for the same amount of time. Baltimore and Bullock’s Orioles also
show similar carotenoid profiles in their feather chemistry [18,27], suggesting both species should be
similar in their susceptibility to fading. Moreover, because contemporary specimens were collected as
part of a larger effort examining hybrid zone dynamics through time, historic and contemporary
specimens of both species are paired by location. Thus, if fading explains the change in colour we
report for Bullock’s Orioles, we should see similar changes in orange colour profiles in Baltimore
Orioles: duller historic specimens and brighter contemporary ones.
1.2. Changes in diet hypothesis
Birds cannot generate carotenoid colours on their own and must acquire these pigments through their
diet [22,23]. Therefore, the changes in orange carotenoid-based plumage of Bullock’s Orioles could be
explained by changes in land use and food resources on their moulting grounds [21]. To test this
hypothesis, we compared colour profiles from a sample of migratory Bullock’s Oriole specimens
collected from outside of the hybrid zone but during the breeding season, which encompass (and
exceed) the date range in our hybrid zone samples. The moult biology of Bullock’s Oriole makes them
well suited to evaluate this hypothesis. Bullock’s Orioles depart their northern breeding grounds then
migrate to the monsoon region of the American southwest and northwestern Mexico to replace their
feathers [19]. Because Bullock’s Orioles from across the breeding range moult in a common location,
the shift in colour we observed in orioles collected from the hybrid zone should also be seen in those
birds collected from outside of the hybrid zone if changes in land use or diet on the moulting
grounds are responsible for this pattern. Rains in the monsoon region are patchy and unpredictable,
suggesting that moult migrants, like Bullock’s Orioles, should cover broad areas in search of habitat
that has greened in response to rain, rather than being philopatric to specific moulting sites or habitat
types [28]. Tracking data from Bullock’s Orioles tagged at the same breeding site in southern British
Columbia corroborate this suggestion [21], as individuals travelled to different locations within the
monsoon region, suggesting that breeding sites do not predict molting sites. Thus, if changes in land
use on the moulting grounds of Bullock’s Orioles are responsible for the changes in colour in
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individuals from the hybrid zone, we should see parallel changes in colour in Bullock’s Orioles collected
from outside of the hybrid zone.
oyalsocietypublishing.org/journal/rsos
R.Soc.Open

Sci.9:221211
2. Methods
2.1. Choice of hybrid zone specimens and moult biology of orioles
In the 1950s, Sibley & Short [29] thoroughly sampled the Baltimore–Bullock’s hybrid zone along the
Platte River transect through Nebraska and Colorado. Recently (2016–2018), the Cornell University
Museum of Vertebrates has resurveyed Sibley & Short’s [29] Platte River transect of orioles and other
avian hybrid zones, as part of a larger effort to examine hybrid zone dynamics through time [17,30].
These two sampling events were paired by location, and Baltimore and Bullock’s Orioles were
prepared using identical methods during each sampling event. Along the Platte River transect, the
oriole hybrid zone rests near the Nebraska–Colorado border, with the highest frequency of phenotypic
hybrids found between Big Springs, NE and Crook, CO. The most striking plumage characters
indicative of hybrid ancestry are intermediate, orange and black facial feathers. Bullock’s Orioles have
mostly orange heads with a black eye-stipe, throat patch, and cap whereas Baltimore Orioles have
completely black heads. Facial patterns of hybrids often include variable amounts of orange and black
on the face, forehead, throat and ear feathers, but also intermediate amounts of white on the greater
and lesser wing coverts, and orange and black on the tails (figure 1a; see Walsh et al. [17] for visuals
of hybrid orioles). For our measures of plumage colour, we used 20 adult males from each species
(with one small exception where we used 19 contemporary Baltimore Orioles) that showed little to no
phenotypic signs of hybridization from each sampling period (i.e. 20 adult male historic Bullock’s and
20 adult male contemporary Bullock’s; same for Baltimore Orioles, with the exception noted above,
totaling 79 individuals from the hybrid zone). While some individuals we used in colour measures
showed subtle signs of hybridization, this did not influence measures of orange colour (see electronic
supplementary material, figures S4 and S5).

Adult Baltimore and Bullock’s Orioles differ in the timing, extent, and number of moults annually.
Both species undergo a complete post-breeding moult (the prebasic moult), replacing all body and
flight feathers. However, Baltimore Orioles undergo the prebasic moult on the breeding range prior to
their autumn migration, whereas Bullock’s Orioles first depart their northern breeding grounds and
migrate to the American southwest and northwestern Mexico to undergo their prebasic moult, then
continue their autumn migration south. This moult-related movement of Bullock’s Orioles is observed
among many Neotropical migrants that breed in western North America and is thought to have
evolved in response to the late summer drought and insufficient food resources to support the
prebasic moult on the breeding range [19]. In the spring, male Baltimore Orioles undergo some
amount of prealternate moult, replacing some head, throat, body and flight feathers, whereas male
Bullock’s Orioles undergo little to no prealternate moult [31]. Regardless of differences in moult
biology between oriole species, no orioles used in colour measures were actively moulting. Moreover,
upon examining throat and chest feathers of both Baltimore and Bullock’s Orioles used in colour
analyses, we noticed no obvious differences in feather ages (e.g. slight fading or ragged, worn feather
tips in some feathers but not others within an individual), suggesting that variation in the extent of
the prealternate moult had minimal impact on our colour measures.

2.2. Measurement and analysis of reflectance spectra
We measured reflectance spectra from museum specimens of adult male Bullock’s and Baltimore Orioles.
We used the Ocean View spectrometer USB 2000+ (Ocean Optics; Dunedin, FL, USA) with a PX-2 light
source and reflection probe to collect reflectance values for wavelengths between 300 and 700 nm
(integration time, 100 ms; 10 readings averaged per recording; boxcar width 10). For each specimen, we
took colour measures from three places on the orange breast and belly and two places on the black
throat as a control for possible fading (figure 1b). We measured specimens by placing the probe at a 90°
angle from each plumage surface. We measured each location 3 times (resulting in 15 measures per
specimen) and used the average of ‘orange’ and ‘black’ measurements from an individual for further
analyses. We reset the white standard between specimens. While measuring a subset of Bullock’s Oriole
specimens from outside the hybrid zone, there was an unknown interference that added two peaks in
the spectra (see electronic supplementary material, figure S1). To account for this, we removed the peaks
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and extrapolated the spectra to smooth the curve, providing a more accurate measure of colour. This
interference did not occur in measures of historic or contemporary Baltimore and Bullock’s Orioles from
the hybrid zone, and occurred in only 20 of 40 Bullock’s Orioles from outside of the hybrid zone.

2.3. Avian colour models
Regardless of the mechanism(s) causing the change in orange colour observed in Bullock’s Orioles, these
changes must be perceived by birds to impact ecological and evolutionary dynamics of orioles in the
hybrid zone. Models of avian vision show that many, if not most, species of birds have tetrachromatic
vision that encompasses UV wavelengths and see a broader spectrum of light than humans [32–34].
While wavelengths of carotenoid colours are not within the UV spectrum, avian colour models should
corroborate the shift in orange colour we noticed in Bullock’s Orioles and potentially subtle
differences in colour that may be perceived by birds.

To test how birds perceive colour differences, we used avian visual models to compare the perceptual
distance between colours based on receptor-noise limited models [35,36] using methods from Maia &
White [37]. We calculated colour distances using relative receptor densities {U, S, M, L} = {1, 2, 2, 4}
and Weber fraction for L = 0.1. We used the ‘vismodel’ function in the pavo package that accounts for
avian visual sensitivities while calculating quantum catches of photoreceptors then calculated the
colour distances using the ‘coldist’ function [38].

We then compared (i) changes in colour between historic and contemporary specimens within each
species and (ii) the differences in colour between species for each time period. For each comparison, we
used bootstrapped, noise-corrected chromatic colour distances in units of just noticeable differences. If
changes in colour for these comparisons are discernible, chromatic contrasts (ΔS) should be greater
than 1. By contrast, if changes in colour are minimal, chromatic contrasts should be less than 1.

2.4. Statistical analyses
We conducted all analyses in R v. 4.0.2 [39]. The reflectance data were analysed and visualized by the R
package ‘pavo’ v. 2.1.0 [38,40]. We smoothed all measurements (smoothing parameter 0.20) and
produced average reflectance curves for historic and contemporary specimens of each oriole species.
We obtained colorimetric variables and compared total brightness (B1), carotenoid chroma (S9) and
hue (H3) in analyses detailed below. Brightness refers to the overall intensity, measured as the total
photon flux [33], chroma is the purity of the dominant frequency, and hue is the dominant
wavelength or frequency.

2.5. Fading hypothesis
To test the fading hypothesis, we compared orange and black colour variables (orange: total brightness,
orange chroma, and hue; black: total brightness) in historic and contemporary specimens of both
Bullock’s and Baltimore Orioles from the hybrid zone. Because these specimens were collected in two
discrete time periods (historic: 1956–1957; contemporary: 2016–2018), we used t-tests and Mann–
Whitney tests to evaluate possible differences in colour variables between historic and contemporary
specimens of each species separately. We checked that colour measures had a normal distribution
using Shapiro–Wilks tests, and equal variances between historic and contemporary colour
comparisons using F-tests. Two colour variables had unequal variances between historic and
contemporary orioles: hue (H3) for Bullock’s Orioles (F = 2.49, p = 0.05), and carotenoid chroma (S9)
for Baltimore Orioles (F = 5.71, p < 0.001). For these two colour variables we used Mann–Whitney U-
tests, and for the remaining colour variables we used t-tests. Because we conducted multiple tests on
related orange colour variables, we corrected for false discovery rates following Pike [41].

2.6. Changes in diet hypothesis
We tested if changes in diet on the moulting grounds of Bullock’s Orioles might explain the changes in
colour we observed by comparing orange colour variables through time between Bullock’s Orioles from
within the hybrid zone and Bullock’s Orioles from outside the hybrid zone. To evaluate possible changes
in colour from orioles outside of the hybrid zone, we used a sample of 40 individuals, largely from
breeding areas in Washington, Oregon, California and Nevada. We created three different linear models,
each with a unique orange-colour variable as the dependent variable (total brightness, carotenoid



royalsocietypublishing.org/journal/rsos
R.Soc.Open

6

 D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//r

oy
al

so
ci

et
yp

ub
lis

hi
ng

.o
rg

/ o
n 

14
 D

ec
em

be
r 

20
22

 

chroma, hue), but eachmodel contained the independent variables of date, location (within or outside of the
hybrid zone), and interaction between date and location. If changes in orange colour in Bullock’s Orioles
were driven by changes on the moulting grounds, orioles from within and outside of the hybrid zone
should show similar changes in colour, resulting in no significant interaction term in the models.

Data for date of collection, the co-variate in these linear models, differed between orioles from inside
and outside of the hybrid zone. The orioles from outside of the hybrid zone spanned dates from 1902 to
2016, with relatively even sampling through time. By contrast, orioles from within the hybrid zone were
collected in two discrete time periods in the 1950s and 2016–2018, so much so, that in other analyses we
treated these two sampling events as categorical variables (i.e. historic and contemporary). Because of
these sampling artefacts, data for the predictor variable ‘year’ were unevenly distributed through time
for Bullock’s Orioles from within the hybrid zone. To account for this, we re-ran these analyses using
a subset of specimens from outside of the hybrid zone that were collected after the 1950s, so that date
ranges were similar between Bullock’s Orioles from inside and outside of the hybrid zone.

We constructed linear models using the R package ‘lme4’ v. 1.1–23 [42] and ensured that our data
adequately fit assumptions of linear models using the package ‘DHARMa’ v. 0.4.5 [43]. Plots of model
residuals and tests of multicollinearity revealed no concern in these models. We reported parameter
estimates β (±s.e.), z- and p-values of the full models.
Sci.9:221211
3. Results
3.1. General summary
In the roughly 60 years between sampling periods, the yellow-orange breast feathers of Bullock’s Orioles
have changed such that they now more closely resemble the orange breast feathers of Baltimore Orioles,
the species with which they hybridize. These changes are clearly seen (i) when visually examining
specimens (figure 1a), (ii) by the rightward shift in reflectance spectra for colour values that
correspond to carotenoid pigments (approx. 500–600) (figure 2), and (iii) in colour metrics describing
carotenoid-based plumages (figure 3). These changes in orange breast feathers of Bullock’s Orioles
show that contemporary Bullock’s from within the hybrid zone have largely converged in orange
colour to that observed in Baltimore Orioles (figure 2). By contrast, Baltimore Orioles show no shifts
in orange colour variables that parallel those observed in Bullock’s, indicating that this change in
orange colour is only occurring in Bullock’s Orioles.

3.2. Fading hypothesis
While some degree of plumage fading is likely to occur, this hypothesis does not explain the changes in
orange colour variables observed in Bullock’s Orioles. Measures of the black throat patches in Bullock’s
and Baltimore Orioles show the predicted pattern of duller black throats in historic specimens and, as
predicted by the fading hypothesis, this pattern is repeated across both species (figure 4). However, this
pattern is absent in orange colour variables, suggesting that the changes in orange colour observed in
Bullock’s Orioles are not driven by fading (figure 3). With the exception of the non-significant changes in
total brightness, changes in orange colour variables are not repeated in consistent ways between
Bullock’s and Baltimore Orioles that share carotenoid profiles (figure 3; electronic supplementary
material, table S3). The only significant change in orange colour observed between historic and
contemporary Baltimore Orioles was hue, and this change was opposite to that observed in Bullock’s
Orioles. Thus, the lower values for hue in historic relative to contemporary Bullock’s Orioles seem
unlikely to be caused by fading because Baltimore Orioles show the opposite pattern where historic
individuals have higher hue values relative to contemporary ones. This pattern is opposite to what
would be predicted by the fading hypothesis (parallel shifts in colour in both oriole species between
historic and contemporary samples), especially because these specimens have been stored in identical
conditions for identical time periods. Taken together, these data offer little support for the fading
hypothesis to explain the changes in orange colour we observed in Bullock’s Orioles.

3.3. Changes in diet hypothesis
Changes in diet or land use on the moulting grounds do not appear to explain the change in colour
documented in Bullock’s Orioles from the hybrid zone. Bullock’s Orioles from outside of the hybrid
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zone show contrasting patterns through time in all three colour measures compared to Bullock’s Orioles
from inside the hybrid zone, as indicated by the significant interaction terms (figure 5, table 1). Colour
profiles of Bullock’s Orioles from inside and outside of the hybrid zone remain different, despite these
birds moulting in a shared location, suggesting that whatever is responsible for the changes in colour
observed within the hybrid zone is unique to that location. Re-running these analyses using a subset
of specimens from outside of the hybrid zone that were collected after the 1950s revealed similar
patterns. With the exception of brightness, all differences in colour variables in figure 5 remained
significant (electronic supplementary material, table S1); for brightness, the trend from this subset of
data was in the same direction as the original analysis in figure 5.

3.4. Avian visual models
Avian visual models revealed two important changes in orange colour of Bullock’s Orioles from the
hybrid zone that corroborate our observations of specimens. First, comparisons between historic and
contemporary specimens of Bullock’s Orioles show pronounced differences in chromatic contrasts
(figure 6; chromatic contrast ΔS > 1.0), whereas comparisons of historic and contemporary specimens
of Baltimore Orioles show largely similar chromatic profiles (ΔS < 1.0). These comparisons show that
only orange colour profiles of Bullocks Orioles have changed through time. Second, comparisons of
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contemporary Bullock’s and Baltimore Orioles from the hybrid zone have strikingly similar chromatic
profiles, as indicated by the low ΔS value. By contrast, comparisons of historic Bullock’s and
Baltimore Orioles have noticeably different chromatic contrasts (ΔS > 1.0), consistent with observations
of specimens (figure 1a). That the orange coloration of contemporary Bullock’s Orioles has
convergence in appearance to Baltimore Orioles suggests that these differences are perceived by birds
and may be important for signalling to potential mates or competitors.
4. Discussion
Documenting changes in traits through time can be challenging because of uncertainty in which traits may
change or because observed changes may be a consequence of long-term storage and lack biological
meaning. Using a sample of Baltimore and Bullock’s Orioles collected in 1955–1957 and 2016–2018,
from the same locations along their hybrid zone transect, we documented an unexpected shift in the
yellow-orange breast colour of Bullock’s Orioles. Contemporary Bullock’s Orioles have more orange
breast feathers than historic Bullock’s such that they now resemble Baltimore Orioles, the species with
which they hybridize. This change in colour cannot be explained by fading because historic and
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Figure 5. Changes in three colorimetric values through time in Bullock’s Orioles from inside and outside of the hybrid zone. The
significant interaction between date and location (inside versus outside the hybrid zone) across all three colour variables suggests
that the changes in orange colour we observed in Bullock’s Orioles are restricted to individuals within the hybrid zone and unlikely
the result of changes in land use on the moulting grounds, which should have affected individuals from both inside and outside the
hybrid zone in similar ways. Panels show contrasting changes in orange colour variables between Bullock’s Orioles from inside (grey)
and outside (orange) the hybrid zone for (a) total brightness, (b) carotenoid chroma and (c) hue.

Table 1. Comparing changes in orange colour profiles of Bullock’s Orioles from inside and outside the hybrid zone reveals
contrasting patterns, as indicated by the significant interaction terms in all models, suggesting against the change in diet
hypothesis. Summaries for linear models of three orange colour variables between Bullock’s Orioles from inside and outside of
the hybrid zone. Values indicate parameter estimates (β), standardized errors (s.e.), z- and p-values for total brightness,
carotenoid chroma and hue. Bold values indicate significant values with p < 0.05.

parameters β s.e. z p

brightness

intercept 9811.92 141.47 69.36 < 0.0001

date −0.012 0.01 −1.41 0.16

location (outside hybrid zone) −114.50 188.34 −0.61 0.55

interaction (date�location) 0.04 0.01 2.50 0.02

chroma

intercept 0.94 0.002 463.69 < 0.0001

date < 0.001 < 0.001 2.82 0.006

location (outside hybrid zone) −0.014 0.003 −5.33 < 0.0001

interaction (date�location) < 0.001 < 0.001 −3.74 0.0004

hue

intercept 548.8 1.25 438.21 < 0.0001

date < 0.001 < 0.001 4.97 < 0.0001

location (outside hybrid zone) 0.95 1.67 0.57 0.571

interaction (date�location) < 0.001 < 0.001 −4.27 < 0.0001
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contemporary specimens of Baltimore Orioles do not show parallel changes in colour through time
(figure 3), despite identical storage conditions and similar carotenoid profiles in their feathers [18].
Similarly, changes in diet on the moulting grounds of Bullock’s Orioles do not appear to explain this
shift in colour because Bullock’s Orioles from outside of the hybrid zone, which are thought to moult in
the same areas as Bullock’s Orioles from inside the hybrid zone [20,21], do not show similar shifts in
orange colour variables (figure 5). These comparisons suggest that whatever is driving the changes in
colour profiles of Bullock’s Orioles is restricted to individuals within the hybrid zone.
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Figure 6. Historic and contemporary Bullock’s Orioles show noticable shifts in orange colour, as indicated by chromatic contrasts
(ΔS) greater than 1 in the top point. Orange colour profiles of contemporary Bullock’s and Baltimore Orioles from the hybrid zone
have largely converged in appearance, as indicated by the low ΔS value of the bottom point. Bootstrapped, noise-corrected
chromatic colour distances in units of just noticeable differences show the degree of colour changes in Bullock’s and Baltimore
Orioles discernable by avian vision. Chromatic contrast values above 1.0 indicate discernibility.
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Two hypotheses could account for these localized changes in Bullock’s Oriole coloration: selection
acting on standing genetic variation or an influx of genes through hybridization with Baltimore
Orioles. Both hypotheses could produce the shift in colour described in Bullock’s Orioles either
through competition with Baltimore Orioles or other species (if converging in phenotype awards
benefits to Bullock’s Orioles through mimicry), or by sexual selection driven by female choice that
favours more orange males [5]. The hybridization hypothesis could provide either genes that enhance
the expression of carotenoid pigments in males, or genes in females that favour more orange
coloration in males. While we cannot distinguish between selection acting on standing genetic
variation and introgression, or the mechanism of selection (sexual, competition or both), we draw
from knowledge of carotenoid-based plumages and other observations to propose that female choice
for more orange plumage and an influx of genetic variation through hybridization with Baltimore
Orioles may be responsible for the changes in Bullock’s Oriole plumage we describe.

The dominant source of selection favouring this shift in colour (sexual selection driven by female choice
or competition with Baltimore Orioles or other species) has important implications for distinguishing
between selection on standing genetic variation and introgression. We suggest that the changes in
Bullock’s Oriole plumage colour are most likely driven by female choice for two reasons. First,
carotenoid-based plumage characters are widely thought to signal individual quality [44–46], and play a
role in mate selection in both Baltimore and Bullock’s Orioles [47,48]. During pair formation, adult males
of both species often perform bow displays where they point their bills upward, showcase the colour of
their breasts, fan their tails, then bow forward while fluttering their wings [49]. For Bullock’s Orioles,
plumage colour may be even more important when nesting trees are limited. In these situations,
Bullock’s Orioles will breed in loose colonies within a single tree [50] and females often nest outside the
territory boundaries of their social mates [51], suggesting that females may rely less on male territory
quality and more strongly on individual signals of quality, such as the carotenoid-based breast and belly
feathers. Second, the notion that convergence in colour of carotenoid-based breast feathers between
Bullock’s and Baltimore Orioles may mediate aggressive social interactions with Baltimore Orioles (or
other species) seems unlikely given that overall plumage patterns between oriole species remain
strikingly different. These persistent differences in plumage patterns between oriole species contrast with
previous mimicry studies where convergence in plumage is striking [3,6,52]. Baltimore Orioles have
entirely black heads, little white on their wings, and contrasting orange and black tails, whereas
Bullock’s Orioles have much more orange on their heads, more white on their wings, and less
contrasting tail patterns [50]. These different colour patterns suggest that species recognition is
unchanged by the comparatively subtle changes in colour we report, and that these changes in colour
may be ineffective at changing social interactions with Baltimore Orioles or other species because overall
appearances remain so different. Given that condition-dependent carotenoid traits are commonly used in
mate attraction, we think it more plausible that these changes in plumage characters of Bullock’s males
are driven by Bullock’s females that choose brighter males, and not by competitive social interactions
with Baltimore Orioles or other species. Consistent with this idea, Richardson & Burke [47] showed that
female Bullock’s Orioles preferentially sought bright adult males, not duller subadults, when seeking
extra-pair copulations. Similarly, recent work on introgression of a carotenoid-based plumage patch in
hybridizing subspecies of Red-backed Fairy Wrens (Malurus melanocephalus) has shown that males
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respond equally to mounts of phenotypically different males (orange- versus red-backed) [53], but that
females prefer red-backed males when given the choice between red- or orange-backed individuals [26].

If our supposition is correct—that these changes in plumage characters are most strongly driven by
female choice—then this has implications for the origin of genetic diversity allowing changes in Bullock’s
Oriole plumage colour. If female preference in Bullock’s for brighter males acted on standing genetic
variation, then we should expect to see parallel shifts in colour in Bullock’s from outside of the hybrid
zone. Similarly, if the benefits of this shift in Bullock’s colour were gained through social interactions
with conspecific males, we should again see brighter males outside of the hybrid zone. Our data did
not reveal these patterns. Instead, changes in Bullock’s Oriole colour appear restricted to within the
hybrid zone, and the orange breast feather coloration has converged with Baltimore Orioles, the
species with which they hybridize. Moreover, because the magnitude of the shift in orange colour of
Bullock’s Orioles now closely matches orange colour profiles of Baltimore Orioles, it further suggests
Baltimore Orioles as the source of these more vibrant oranges observed in contemporary Bullock’s
Orioles. These observations suggest that the changes in colour observed in Bullock’s may be best
explained by hybridization with Baltimore Orioles infusing local Bullock’s genomes with genes that
facilitate the metabolism/expression of carotenoid pigments in feathers. Back-crossed individuals are
common within this transect of the oriole hybrid zone [17] suggesting that introgression added novel
genetic material that enhanced the expression of carotenoid colours in Bullock’s and females
facilitated the spread of these beneficial alleles through sexual selection, as in other systems [26,54].
Introgression may also explain changes in Baltimore Oriole colour though time. Both species show
opposite changes in hue values (figure 3c) with enhanced hue in contemporary Bullock’s and muted
hue in contemporary Baltimore Orioles, suggesting reciprocal introgression in some aspects of oriole
plumage colour within the hybrid zone.

While the above scenario seems plausible, why has this shift in colour appeared only recently given that
estimates of contact and hybridization between Baltimore and Bullock’s Orioles range from 175 to 6500
years [16]? Two related hypotheses may provide some context for the relatively recent changes in colour
we observed. First, combining genomes through hybridization is a gamble. Recombination risks
breaking co-adapted gene complexes and thus stifling the spread of potentially beneficial alleles until, by
chance, suitable gene combinations arise [55]. Recent work by Walsh et al. (unpublished) suggests the
genomic basis of plumage coloration in Bullock’s and Baltimore Orioles is regulated by many genes
distributed across the genome, unlike other systems involving only a few genes [56,57]. This complex
genomic architecture of colour suggests that compatible genetic combinations in hybrids or backcrossed
individuals may be rarely acquired. Thus, one hypothesis is that those chance combinations have only
recently arisen. Second, the habitat along the Platte River has changed with human activity [58], and
these changes have likely promoted hybridization. The Platte River has long been used for irrigation and
this has complex interactions with water levels, flood surges, and the extent of mature riparian forest
along the riverbanks. Increased control over Platte River flows has promoted a more consistent river
channel. As a result, riparian edges along the river have matured providing more suitable habitat for
orioles, which likely facilitated increased hybridization and the westward spread of Baltimore Orioles [17].

Documenting genes associated with the expression of carotenoid pigments in vertebrates has been
challenging because these pigments are, for the most part, acquired through diet and not produced
endogenously. Moreover, the genetic basis of carotenoid pigmentation is complex as a suite of genes are
thought to be associated with metabolic processing, transport, and deposition of carotenoids to specific
traits [59,60]. Several recent studies using captive breeding experiments [57,61], across species comparisons
[62], natural hybrid zones [63–65], and within-population correlations [66] of genotype–phenotype have
established strong links between red plumage traits and the CYP2J19 gene, a suspected ketolase gene
thought to convert yellow dietary carotenoids into red ketocarotenoids [57,61]. Notably, hybrid zones
between Red- and Yellow-fronted Tinkerbirds (Pogoniulus pusillus and P. chrysoconus) in South Africa [64]
and between Red- and Yellow-shafted Flickers (Colaptes auratus) in North America [65] both revealed
strong associations between the CYP2J19 gene and yellow and red coloration across parentals and the
variation in hybrid phenotypes. While Baltimore Orioles have about 29% more total carotenoids in their
feathers than Bullock’s Orioles from outside the hybrid zone, they have nearly twice the amount of
ketocarotenoids (red pigments metabolically derived from dietary yellow carotenoids) [18], suggesting that
Baltimore and Bullock’s Orioles differ in their ability to convert dietary yellow carotenoids into
ketocarotenoids. Variation in ketocarotenoid concentrations correlate with variation in hue across
individuals in House Finches (Haemorhous mexicanus) [67]; recall that measures of hue between historic and
contemporary Bullock’s Orioles were the most strikingly different colour variable we described (figure 3).
Taken together, these studies, especially those using avian hybrid zones to link the introgression of genes
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associated with carotenoid pigments and phenotypes [64,65], lend support to our supposition that
hybridization with Baltimore Orioles may be responsible for the change in colour of Bullock’s Orioles.

The shifts in colour we report inspire several additional questions. Baltimore and Bullock’s Orioles
hybridize along several river systems that traverse the Great Plains, USA. Examining these additional
transects for repeated patterns of colour change would provide insight into how localized these shifts in
Bullock’s colour may be and if these shifts in colour may spread more broadly outside of the hybrid
zone. Comparing the carotenoid composition of feathers between historic and contemporary orioles from
the hybrid zone would provide a richer picture of the convergence in orange colour and if it is mirrored
by a convergence in carotenoid composition between contemporary Bullock’s and Baltimore Orioles.
Finally, field studies that interrogate the ecological and evolutionary consequences of these shifts in
plumage colour will provide a better understanding of the fitness consequences and dominant selective
mechanisms (female choice or competitive social interactions) of this change in plumage colour.

Hybridization has long been recognized to play a creative role in evolution, as the influx of novel
genetic material can allow for rapid trait evolution [8,68,69]. Comparing Baltimore and Bullock’s
Oriole specimens collected from the Platte River hybrid zone transect shows that contemporary
Bullock’s Orioles have converged in orange colour to the species with which they hybridize, the
Baltimore Oriole. Bullock’s Orioles now have noticeably more vibrant orange breasts and bellies but
these phenotypic changes are observed only in individuals from the hybrid zone. The well-established
role of carotenoid pigments in mate attraction and sexual selection suggests that the change in colour
we describe in Bullock’s Orioles may be driven by female choice acting on genetic material gained
through introgression with Baltimore Orioles, which enhanced the expression of carotenoid pigments
in Bullock’s feathers. These changes in plumage coloration likely influence ecological and evolutionary
dynamics of Bullock’s Orioles, and probing these ideas awaits further study. Without the original
specimens collected in the 1950s [29], these unforeseen changes in plumage colour likely would have
gone unnoticed, illustrating how natural history collections deepen our understanding of
microevolutionary changes in populations.

Ethics. The list of specimens used in this article has been uploaded as part of the electronic supplementary material.
Data accessibility. Data and relevant code for this research work are stored in Github at https://github.com/younghasuh/
Baltimore-Bullock-s-hybrid-zone and have been archived within the Zenodo repository: https://doi.org/10.5281/
zenodo.7331680 [70].

The data are provided in electronic supplementary material [71].
Authors’ contributions. Y.H.S.: data curation, formal analysis, methodology, visualization, writing—review and editing;
R.A.L.: methodology, resources, writing—review and editing; V.G.R.: conceptualization, writing—original draft,
writing—review and editing.

All authors gave final approval for publication and agreed to be held accountable for the work performed therein.
Conflict of interest declaration. The authors have no competing interests to declare.
Funding. The authors received no funding for this work.
Acknowledgements. We thankCarlaCicero at theMVZandChrisWoodat the BurkeMuseum for specimen loans of Bullock’s
Orioles from outside the hybrid zone; our analyses would not have been possible without specimens from these
institutions. We thank Kevin McGraw for his insights regarding the timing of carotenoid incorporation. We thank
Sievert Rohwer, the Webster Lab group, and three anonymous reviewers for helpful comments on this project.
References

1. Stre G-P, Moum T, Bureš S, Král M, Adamjan M,

Moreno J. 1997 A sexually selected character
displacement in flycatchers reinforces premating
isolation. Nature 387, 589–592. (doi:10.1038/
42451)

2. Rohwer SA. 1973 Significance of sympatry to
behavior and evolution of Great Plains
meadowlarks. Evolution 27, 44–57. (doi:10.
2307/2407118)

3. Prum RO. 2014 Interspecific social dominance
mimicry in birds. Zool. J. Linn. Soc. 172,
910–941. (doi:10.1111/zoj.12192)

4. Jønsson KA, Delhey K, Sangster G, Ericson PGP,
Irestedt M. 2016 The evolution of mimicry of
friarbirds by orioles (Aves: Passeriformes) in
Australo-Pacific archipelagos. Proc. R.
Soc. B 283, 20160409. (doi:10.1098/rspb.
2016.0409)

5. Grether GF, Losin N, Anderson CN, Okamoto K.
2009 The role of interspecific interference
competition in character displacement and the
evolution of competitor recognition. Biol. Rev.
84, 617–635. (doi:10.1111/j.1469-185X.2009.
00089.x)

6. Leighton GM, Lees AC, Miller ET. 2018
The hairy–downy game revisited: an
empirical test of the interspecific social
dominance mimicry hypothesis. Anim.
Behav. 137, 141–148. (doi:10.1016/j.anbehav.
2018.01.012)
7. Mallet J. 2005 Hybridization as an invasion of
the genome. Trends Ecol. Evol. 20, 229–237.
(doi:10.1016/j.tree.2005.02.010)

8. Song Y, Endepols S, Klemann N, Richter D,
Matuschka F-R, Shih C-H, Nachman MW, Kohn
MH. 2011 Adaptive introgression of anticoagulant
rodent poison resistance by hybridization
between Old World mice. Curr. Biol. 21,
1296–1301. (doi:10.1016/j.cub.2011.06.043)

9. Hamilton JA, Miller JM. 2016 Adaptive
introgression as a resource for management and
genetic conservation in a changing climate.
Conserv. Biol. 30, 33–41. (doi:10.1111/cobi.12574)

10. Sexton JP, McIntyre PJ, Angert AL, Rice KJ. 2009
Evolution and ecology of species range limits.

https://github.com/younghasuh/Baltimore-Bullock-s-hybrid-zone
https://github.com/younghasuh/Baltimore-Bullock-s-hybrid-zone
https://doi.org/10.5281/zenodo.7331680
https://doi.org/10.5281/zenodo.7331680
http://dx.doi.org/10.1038/42451
http://dx.doi.org/10.1038/42451
https://doi.org/10.2307/2407118
https://doi.org/10.2307/2407118
http://dx.doi.org/10.1111/zoj.12192
http://dx.doi.org/10.1098/rspb.2016.0409
http://dx.doi.org/10.1098/rspb.2016.0409
http://dx.doi.org/10.1111/j.1469-185X.2009.00089.x
http://dx.doi.org/10.1111/j.1469-185X.2009.00089.x
http://dx.doi.org/10.1016/j.anbehav.2018.01.012
http://dx.doi.org/10.1016/j.anbehav.2018.01.012
http://dx.doi.org/10.1016/j.tree.2005.02.010
https://doi.org/10.1016/j.cub.2011.06.043
http://dx.doi.org/10.1111/cobi.12574


royalsocietypublishing.org/journal/rsos
R.Soc.Open

Sci.9:221211
13

 D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//r

oy
al

so
ci

et
yp

ub
lis

hi
ng

.o
rg

/ o
n 

14
 D

ec
em

be
r 

20
22

 

Annu. Rev. Ecol. Evol. Syst. 40, 415–436.
(doi:10.1146/annurev.ecolsys.110308.120317)

11. Armenta JK, Dunn PO, Whittingham LA. 2008
Effects of specimen age on plumage color. Auk
125, 803–808. (doi:10.1525/auk.2008.07006)

12. McNett GD, Marchetti K. 2005 Ultraviolet
degradation in carotenoid patches: live versus
museum specimens of wood warblers
(Parulidae). Auk 122, 793–802. (doi:10.1093/
auk/122.3.793)

13. Holmes MW et al. 2016 Natural history
collections as windows on evolutionary
processes. Mol. Ecol. 25, 864–881. (doi:10.1111/
mec.13529)

14. Schmitt CJ, Cook JA, Zamudio KR, Edwards SV.
2019 Museum specimens of terrestrial
vertebrates are sensitive indicators of
environmental change in the Anthropocene.
Phil. Trans. R. Soc. B 374, 20170387. (doi:10.
1098/rstb.2017.0387)

15. Rising JD. 1996 The stability of the oriole hybrid
zone in western Kansas. Condor 98, 658–663.
(doi:10.2307/1369584)

16. Carling MD, Serene LG, Lovette IJ. 2011 Using
historical DNA to characterize hybridization
between Baltimore orioles (Icterus galbula) and
Bullock’s orioles (I. bullockii). Auk 128, 61–68.
(doi:10.1525/auk.2010.10164)

17. Walsh J, Billerman SM, Rohwer VG, Butcher BG,
Lovette IJ. 2020 Genomic and plumage variation
across the controversial Baltimore and Bullock’s
oriole hybrid zone. Auk 137, 1–15. (doi:10.
1093/auk/ukaa044)

18. Friedman NR, McGraw KJ, Omland KE. 2014
History and mechanisms of carotenoid plumage
evolution in the New World orioles (Icterus).
Comp. Biochem. Physiol. B Biochem. Mol. Biol.
172–173, 1–8. (doi:10.1016/j.cbpb.2014.03.004)

19. Rohwer S, Grason E, Navarro-Sigüenza AG. 2015
Irrigation and avifaunal change in coastal
northwest Mexico: has irrigated habit attracted
threatened migratory species? PeerJ 3, e1187.
(doi:10.7717/peerj.1187)

20. Rohwer S, Butler LK, Froehlich DR. 2005 Ecology
and demography of east-west differences in
molt scheduling of neotropical migrant
passerines. In Birds of two worlds: the ecology
and evolution of migration (eds R Greenerg, PP
Marra), pp. 87–105. Baltimore, MD: Johns
Hopkins University Press.

21. Pillar AG, Marra PP, Flood NJ, Reudink MW.
2016 Moult migration in Bullock’s orioles
(Icterus bullockii) confirmed by geolocators and
stable isotope analysis. J. Ornithol. 157,
265–275. (doi:10.1007/s10336-015-1275-5)

22. Hill GE. 1992 Proximate basis of variation in
carotenoid pigmentation in male house finches.
Auk 109, 1–12. (doi:10.2307/4088262)

23. Saks L, McGraw K, Hõrak P. 2003 How feather
colour reflects its carotenoid content. Funct.
Ecol. 17, 555–561. (doi:10.1046/j.1365-2435.
2003.00765.x)

24. Hudon J, Derbyshire D, Leckie S, Flinn T. 2013
Diet-induced plumage erythrism in Baltimore
orioles as a result of the spread of introduced
shrubs. Wilson J. Ornithol. 125, 88–96. (doi:10.
1676/11-161.1)

25. Walsh J, Kovach AI, Olsen BJ, Shriver WG,
Lovette IJ. 2018 Bidirectional adaptive
introgression between two ecologically
divergent sparrow species. Evolution 72,
2076–2089. (doi:10.1111/evo.13581)

26. Baldassarre DT, Webster MS. 2013 Experimental
evidence that extra-pair mating drives
asymmetrical introgression of a sexual trait.
Proc. R. Soc. B 280, 20132175. (doi:10.1098/
rspb.2013.2175)

27. Omland KE, Lanyon SM, Fritz SJ. 1999 A
molecular phylogeny of the New World orioles
(Icterus): the importance of dense taxon
sampling. Mol. Phylogenet. Evol. 12, 224–239.
(doi:10.1006/mpev.1999.0611)

28. Chambers M, David G, Ray C, Leitner B, Pyle P.
2011 Habitats and conservation of molt-migrant
birds in southeastern Arizona. Southwest. Nat.
56, 204–211. (doi:10.1894/F09-KF-13.1)

29. Sibley CG, Short LL. 1964 Hybridization in the
orioles of the Great Plains. Condor 66, 130–150.
(doi:10.2307/1365391)

30. Aguillon SM, Rohwer VG. 2022 Revisiting a
classic hybrid zone: movement of the northern
flicker hybrid zone in contemporary times.
Evolution 76, 1082–1090. (doi:10.1111/evo.
14474)

31. Rohwer S, Manning J. 1990 Differences in
timing and number of molts for Baltimore and
Bullock’s orioles: implications to hybrid fitness
and theories of delayed plumage maturation.
Condor 92, 125–140. (doi:10.2307/1368391)

32. Kelber A, Vorobyev M, Osorio D. 2003 Animal
colour vision—behavioural tests and
physiological concepts. Biol. Rev. 78, 81–118.
(doi:10.1017/S1464793102005985)

33. Bennett ATD, Théry M. 2007 Avian color vision
and coloration: multidisciplinary evolutionary
biology. Am. Nat. 169, S1–S6. (doi:10.1086/
510163)

34. Stoddard MC, Prum RO. 2008 Evolution of avian
plumage color in a tetrahedral color space: a
phylogenetic analysis of New World buntings.
Am. Nat. 171, 755–776. (doi:10.1086/587526)

35. Vorobyev M, Osorio D. 1998 Receptor noise as a
determinant of colour thresholds. Proc. R. Soc.
Lond. B 265, 351–358. (doi:10.1098/rspb.
1998.0302)

36. Vorobyev M, Brandt R, Peitsch D, Laughlin SB,
Menzel R. 2001 Colour thresholds and receptor
noise: behaviour and physiology compared.
Vision Res. 41, 639–653. (doi:10.1016/S0042-
6989(00)00288-1)

37. Maia R, White TE. 2018 Comparing colors using
visual models. Behav. Ecol. 29, 649–659.
(doi:10.1093/beheco/ary017)

38. Maia R, Eliason CM, Bitton P-P, Doucet SM,
Shawkey MD. 2013 pavo: an R package for the
analysis, visualization and organization of
spectral data. Methods Ecol. Evol. 4, 906–913.
(doi:10.1111/2041-210X.12069)

39. R Core Team. 2021 R: a language and
environment for statistical computing. Vienna,
Austria: R Foundation for Statistical Computing.
See https://www.R-project.org/.

40. Maia R, Gruson H, Endler JA, White TE. 2019
pavo 2: new tools for the spectral and spatial
analysis of colour in R. Methods Ecol. Evol. 10,
1097–1107. (doi:10.1111/2041-210X.13174)

41. Pike N. 2011 Using false discovery rates for
multiple comparisons in ecology and evolution.
Methods Ecol. Evol. 2, 278–282. (doi:10.1111/j.
2041-210X.2010.00061.x)

42. Bates D, Mächler M, Bolker B, Walker S.
2015 Fitting linear mixed-effects models using
lme4. J. Stat. Softw. 67, 1–48. (doi:10.18637/
jss.v067.i01)

43. Hartig F. 2022 DHARMa: residual diagnostics for
hierarchical (multi-level/mixed) regression
models. R package version 0.4.6. See https://
CRAN.R-project.org/package=DHARMa.

44. Hill GE. 1990 Female house finches prefer
colourful males: sexual selection for a condition-
dependent trait. Anim. Behav. 40, 563–572.
(doi:10.1016/S0003-3472(05)80537-8)

45. Peters A, Denk AG, Delhey K, Kempenaers B.
2004 Carotenoid-based bill colour as an
indicator of immunocompetence and sperm
performance in male mallards. J. Evol. Biol. 17,
1111–1120. (doi:10.1111/j.1420-9101.2004.
00743.x)

46. Weaver RJ, Santos ESA, Tucker AM, Wilson AE,
Hill GE. 2018 Carotenoid metabolism
strengthens the link between feather coloration
and individual quality. Nat. Commun. 9, 73.
(doi:10.1038/s41467-017-02649-z)

47. Richardson DS, Burke T. 1999 Extra-pair
paternity in relation to male age in Bullock’s
orioles. Mol. Ecol. 8, 2115–2126. (doi:10.1046/j.
1365-294x.1999.00832.x)

48. Friedman NR, Kiere LM, Omland KE. 2011
Convergent gains of red carotenoid-based
coloration in the New World blackbirds. Auk
128, 678–687. (doi:10.1525/auk.2011.11117)

49. Butcher GS. 1991 Mate choice in female
northern orioles with a consideration of the role
of the black male coloration in female choice.
Condor 93, 82–88. (doi:10.2307/1368609)

50. Flood NJ, Schlueter CL, Reudink MW, Pyle P,
Patten MA, Rising JD, Williams PL. 2020
Bullock’s oriole (Icterus bullockii), version 1.0. In
Birds of the world (ed. PG Rodewald). Ithaca,
NY: Cornell Lab of Ornithology.

51. Butcher GS. 1984 Sexual color dimorphism in
orioles (the genus Icterus): tests of
communication hypotheses. PhD thesis,
University of Washington, USA.

52. Hedley E, Caro T. 2022 Aposematism and
mimicry in birds. Ibis 164, 606–617. (doi:10.
1111/ibi.13025)

53. Greig EI, Baldassarre DT, Webster MS. 2015
Differential rates of phenotypic introgression are
associated with male behavioral responses to
multiple signals. Evolution 69, 2602–2612.
(doi:10.1111/evo.12756)

54. Stein AC, Uy JAC. 2006 Unidirectional
introgression of a sexually selected trait across
an avian hybrid zone: a role for female choice?
Evolution 60, 1476–1485. (doi:10.1554/
05-575.1)

55. Kirkpatrick M. 2010 Rates of adaptation: why is
Darwin’s machine so slow? In Evolution since
Darwin: the first 150 years (eds MA Bell, DJ
Futuyma, WF Eanes, JS Levinton), pp. 177–195.
Sunderland, MA: Sinauer Associates.

56. Toews DPL, Taylor SA, Vallender R, Brelsford A,
Butcher BG, Messer PW, Lovette IJ. 2016
Plumage genes and little else distinguish the
genomes of hybridizing warblers. Curr. Biol. 26,
2313–2318. (doi:10.1016/j.cub.2016.06.034)

http://dx.doi.org/10.1146/annurev.ecolsys.110308.120317
https://doi.org/10.1525/auk.2008.07006
https://doi.org/10.1093/auk/122.3.793
https://doi.org/10.1093/auk/122.3.793
http://dx.doi.org/10.1111/mec.13529
http://dx.doi.org/10.1111/mec.13529
http://dx.doi.org/10.1098/rstb.2017.0387
http://dx.doi.org/10.1098/rstb.2017.0387
http://dx.doi.org/10.2307/1369584
https://doi.org/10.1525/auk.2010.10164
http://dx.doi.org/10.1093/auk/ukaa044
http://dx.doi.org/10.1093/auk/ukaa044
http://dx.doi.org/10.1016/j.cbpb.2014.03.004
https://doi.org/10.7717/peerj.1187
http://dx.doi.org/10.1007/s10336-015-1275-5
https://doi.org/10.2307/4088262
http://dx.doi.org/10.1046/j.1365-2435.2003.00765.x
http://dx.doi.org/10.1046/j.1365-2435.2003.00765.x
https://doi.org/10.1676/11-161.1
https://doi.org/10.1676/11-161.1
http://dx.doi.org/10.1111/evo.13581
http://dx.doi.org/10.1098/rspb.2013.2175
http://dx.doi.org/10.1098/rspb.2013.2175
http://dx.doi.org/10.1006/mpev.1999.0611
http://dx.doi.org/10.1894/F09-KF-13.1
https://doi.org/10.2307/1365391
http://dx.doi.org/10.1111/evo.14474
http://dx.doi.org/10.1111/evo.14474
https://doi.org/10.2307/1368391
https://doi.org/10.1017/S1464793102005985
http://dx.doi.org/10.1086/510163
http://dx.doi.org/10.1086/510163
https://doi.org/10.1086/587526
http://dx.doi.org/10.1098/rspb.1998.0302
http://dx.doi.org/10.1098/rspb.1998.0302
http://dx.doi.org/10.1016/S0042-6989(00)00288-1
http://dx.doi.org/10.1016/S0042-6989(00)00288-1
http://dx.doi.org/10.1093/beheco/ary017
http://dx.doi.org/10.1111/2041-210X.12069
https://www.R-project.org/
https://doi.org/10.1111/2041-210X.13174
http://dx.doi.org/10.1111/j.2041-210X.2010.00061.x
http://dx.doi.org/10.1111/j.2041-210X.2010.00061.x
http://dx.doi.org/10.18637/jss.v067.i01
http://dx.doi.org/10.18637/jss.v067.i01
https://CRAN.R-project.org/package=DHARMa
https://CRAN.R-project.org/package=DHARMa
http://dx.doi.org/10.1016/S0003-3472(05)80537-8
http://dx.doi.org/10.1111/j.1420-9101.2004.00743.x
http://dx.doi.org/10.1111/j.1420-9101.2004.00743.x
https://doi.org/10.1038/s41467-017-02649-z
http://dx.doi.org/10.1046/j.1365-294x.1999.00832.x
http://dx.doi.org/10.1046/j.1365-294x.1999.00832.x
http://dx.doi.org/10.1525/auk.2011.11117
https://doi.org/10.2307/1368609
http://dx.doi.org/10.1111/ibi.13025
http://dx.doi.org/10.1111/ibi.13025
http://dx.doi.org/10.1111/evo.12756
https://doi.org/10.1554/05-575.1
https://doi.org/10.1554/05-575.1
http://dx.doi.org/10.1016/j.cub.2016.06.034


royalsocietypublishing.org/journal/rsos
R.Soc.Open

Sci.9:22
14

 D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//r

oy
al

so
ci

et
yp

ub
lis

hi
ng

.o
rg

/ o
n 

14
 D

ec
em

be
r 

20
22

 

57. Lopes RJ et al. 2016 Genetic basis for red
coloration in birds. Curr. Biol. 26, 1427–1434.
(doi:10.1016/j.cub.2016.03.076)

58. Johnson WC. 1994 Woodland expansions in the
Platte River, Nebraska: patterns and causes.
Ecol. Monogr. 64, 45–84. (doi:10.2307/
2937055)

59. Mayer M, Zedrosser A, Rosell F. 2017 Couch
potatoes do better: delayed dispersal and
territory size affect the duration of territory
occupancy in a monogamous mammal.
Ecol. Evol. 7, 4347–4356. (doi:10.1002/
ece3.2988)

60. Price-Waldman R, Stoddard MC. 2021 Avian
coloration genetics: recent advances and
emerging questions. J. Heredit. 112, 395–416.
(doi:10.1093/jhered/esab015)

61. Mundy NI et al. 2016 Red carotenoid coloration
in the zebra finch is controlled by a cytochrome
P450 gene cluster. Curr. Biol. 26, 1435–1440.
(doi:10.1016/j.cub.2016.04.047)

62. Twyman H, Prager M, Mundy NI, Andersson S.
2018 Expression of a carotenoid-modifying gene
and evolution of red coloration in weaverbirds
(Ploceidae). Mol. Ecol. 27, 449–458. (doi:10.
1111/mec.14451)

63. Hooper DM, Griffith SC, Price TD. 2019 Sex
chromosome inversions enforce reproductive
isolation across an avian hybrid zone. Mol. Ecol.
28, 1246–1262. (doi:10.1111/mec.14874)

64. Kirschel ANG, Nwankwo EC, Pierce DK, Lukhele
SM, Moysi M, Ogolowa BO, Hayes SC, Monadjem
A, Brelsford A. 2020 CYP2J19 mediates
carotenoid colour introgression across a natural
avian hybrid zone. Mol. Ecol. 29, 4970–4984.
(doi:10.1111/mec.15691)

65. Aguillon SM, Walsh J, Lovette IJ. 2021 Extensive
hybridization reveals multiple coloration genes
underlying a complex plumage phenotype.
Proc. R. Soc. B 288, 20201805. (doi:10.1098/
rspb.2020.1805)

66. Khalil S, Welklin JF, McGraw KJ, Boersma J,
Schwabl H, Webster MS, Karubian J. 2020
Testosterone regulates CYP2J19-linked
carotenoid signal expression in male red-backed
fairywrens (Malurus melanocephalus).
Proc. R. Soc. B 287, 20201687. (doi:10.1098/
rspb.2020.1687)
67. Hill GE, Montgomerie R, Inouye CY, Dale J. 1994
Influence of dietary carotenoids on plasma and
plumage colour in the house finch: intra- and
intersexual variation. Funct. Ecol. 8, 343–350.
(doi:10.2307/2389827)

68. Anderson E. 1949 Introgressive hybridization.
New York, NY: Wiley.

69. Norris LC, Main BJ, Lee Y, Collier TC, Fofana A,
Cornel AJ, Lanzaro GC. 2015 Adaptive
introgression in an African malaria mosquito
coincident with the increased usage of
insecticide-treated bed nets. Proc. Natl Acad. Sci.
USA 112, 815–820. (doi:10.1073/pnas.
1418892112)

70. Suh YH, Ligon RA, Rohwer VG. 2022
Revisiting the Baltimore-Bullock’s Oriole hybrid
zone reveals changing plumage colour in
Bullock’s Orioles. Zenodo. (doi:10.5281/zenodo.
7331680)

71. Suh YH, Ligon RA, Rohwer VG. 2022 Revisiting
the Baltimore–Bullock’s Oriole hybrid zone
reveals changing plumage colour in Bullock’s
Orioles. Figshare. (doi:10.6084/m9.figshare.c.
6326403)
1211

http://dx.doi.org/10.1016/j.cub.2016.03.076
http://dx.doi.org/10.2307/2937055
http://dx.doi.org/10.2307/2937055
http://dx.doi.org/10.1002/ece3.2988
http://dx.doi.org/10.1002/ece3.2988
https://doi.org/10.1093/jhered/esab015
http://dx.doi.org/10.1016/j.cub.2016.04.047
http://dx.doi.org/10.1111/mec.14451
http://dx.doi.org/10.1111/mec.14451
http://dx.doi.org/10.1111/mec.14874
http://dx.doi.org/10.1111/mec.15691
http://dx.doi.org/10.1098/rspb.2020.1805
http://dx.doi.org/10.1098/rspb.2020.1805
http://dx.doi.org/10.1098/rspb.2020.1687
http://dx.doi.org/10.1098/rspb.2020.1687
https://doi.org/10.2307/2389827
https://doi.org/10.1073/pnas.1418892112
https://doi.org/10.1073/pnas.1418892112
http://dx.doi.org/10.5281/zenodo.7331680
http://dx.doi.org/10.5281/zenodo.7331680
http://dx.doi.org/10.6084/m9.figshare.c.6326403
http://dx.doi.org/10.6084/m9.figshare.c.6326403

	Revisiting the Baltimore–Bullock's Oriole hybrid zone reveals changing plumage colour in Bullock's Orioles
	Introduction
	Fading hypothesis
	Changes in diet hypothesis

	Methods
	Choice of hybrid zone specimens and moult biology of orioles
	Measurement and analysis of reflectance spectra
	Avian colour models
	Statistical analyses
	Fading hypothesis
	Changes in diet hypothesis

	Results
	General summary
	Fading hypothesis
	Changes in diet hypothesis
	Avian visual models

	Discussion
	Ethics
	Data accessibility
	Authors' contributions
	Conflict of interest declaration
	Funding
	Acknowledgements
	References


